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Query= Q± 1 16902898 1 qb 1 AAL3Q369 . 1 1 AF42044Q 1 testis-specif ic 
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RPS -BLAST 2.2.6 [Apr-09-2003] 

Query= gi I 16902898 I qb 1 AAL30369 . 1 1 AF420440 1 testis-specif ic 
inhibitor of apoptosis [Homo sapiens] 
(236 letters) 

Database: #cdd.vl.62 

11,088 PSSMs; 2,717,223 total columns 
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ShOW j Domain Relatives 



.. This CD alignment includes 3D structure. To display structure, download Cn3D ! 
PSSMs producing significant alignments: 

gnl [CDDl 14931 smart00238, BIR, Baculoviral inhibition of apoptosis protein r... 
gnl| CDD| 17763 cd00022, BIR, Baculoviral inhibition of apoptosis protein repe... 
gnl| CDD|121 1 pfam00653, BIR, Inhibitor of Apoptosis domain. BIR stands for ... 
gnl | CDD[3661 LOAD_bir, BIR, Zn binding domain involved in protein protein L 



Score E 

(bits) value 

94.2 le-20 

92.6 4e-20 

907 le-19 

88.0 9e-19 



gnljCDD] 14931. smart00238, BIR, Baculoviral inhibition of apoptosis protein repeat; Domain found in inhibitor of apoptosis proteins (IAPs) and 
other proteins. Acts as a direct inhibitor of caspase enzymes. 



Query: 


4 


Sbjct: 


3 


Query: 


62 


Sbjct: 


63 



CD-Length = 72 residues, 95.8% aligned 
Score = 94.2 bits (234), Expect = le-20 

YEARLITFGTWMY — SVNKEQLARAGFYAIGQEDKVQCFHCGGGLANWKPKEDPWEQHAK 61 
EEARLKTFQNWPYNSKLTPEKLAKAGFYYTGVGDEVKCFFCGGELDNWEPGDDPWEEHKK 62 



• gnl[CDDl 17763. cd00022, BIR, Baculoviral inhibition of apoptosis protein repeat domain; Found in inhibitors of apoptosis proteins (IAPs) and 
other proteins. In higher eukaryotes, BIR domains inhibit apoptosis by acting as direct inhibitors of the caspase family of protease enzymes. In 
yeast, BIR domains are involved in regulating cytokinesis. This novel fold is stabilized by zinc tetrahedrally coordinated by one histidine and 
three cysteine residues and resembles a classical zinc finger. 

CD-Length = 69 residues, 98.6% aligned 
Score =92.6 bits (230), Expect = 4e-20 

Query: 5 EARLITFGTW — MYSVNKEQLARAGFYAIGQEDKVQCFHCGGGLANWKPKEDPWEQHAKW 62 
Sb j ct : 1 EARLKTFKNWPISLKVTPEKLAEAGFYYTGRGDEVKCFFCGLELKNWEPGDDPWEEHKRW • 60 



Query: 63 YPGCKYLL 70 
Sbjct: 61 SPNCPFVL 68 



0 gnl[CDD|121h pfam00653, BIR, Inhibitor of Apoptosis domain. BIR stands for 'Baculovirus Inhibitor of apoptosis protein Repeat' Also known 
* as IAP repeat. 

CD-Length = 66 residues, 100.0% aligned 
Score = 90.7 bits (225), Expect = le-19 

Query: 7 RLITFGTWMYSV--NKEQLARAGFYAIGQEDKVQCFHCGGGLANWKPKEDPWEQHAKWYP 64 
Sbjct: 1 RLRTFQNWPISNLQFPEQLAKAGFYYTGVGDEVRCFFCGVELKNWEPGDDPWEEHKRWSP 60 

Query: 65 GCKYLL 70 
Sbjct: 61 NCPFVR 66 



• gnl [CDD|366K LOAD_bir, BIR, Zn binding domain involved in protein protein interactions in caspase inhibition and spindle assembly. 

CD-Length = 65 residues, 100.0% aligned 
Score - 88.0 bits (218), Expect = 9e-19 

Query: 7 RL I T FGT WM Y S VNK — EQL ARAG F Y AI GQE DKV QC FH CGGGL ANW K P KE D P WEQHAKW Y P 64 
Sbjct : 1 RLKTFQNWPASLNVLPEKLARAGFYYTGRGDEVRCFFCGGVLKNWEPGDDPWEEHARWSP 60 

Query: 65 GCKYL 69 
Sbjct: 61 NCPFV 65 
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PubMed Nucleotide 
CD: smart00238.7. B1R , Query added 



Protein 



Structure 

PSSM-ld: 14931 



CDO 



Taxonomy 

Source: Smart 
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Description: Baculoviral inhibition of apoptosis protein repeat; Domain found in inhibitor of apoptosis proteins (lAPs) and other proteins. Acts as a direct inhibitor of caspase 
enzymes. 

Taxa: jooi References: 60.Pubmecl Links 

Status: Alignment from source Created: 4-Feb-2003 

Aligned: 30 rows PSSM: 72 columns 

Proteins: [Click here for CDART summary of Prote ins containing smart002381 



Related: pfamOQ653. cd00022. LOAD bir 
Representative: Consensus 



View Alignment 



with )Cn3D Iff US i n g [Virtual Bonds (To display structure, download Cn3D) 
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-NDDVKCFCCDGGLRCWESGDD 5S 
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- GDRVAC FAC GGKL S NWE P K DN 220 
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Query 



Sim lap dona in architectures 

RAD55 



2 Sequences 

Homo sapiens 
neuronal apoptosis 



2 Sequences 

Homo sapiens 
Baculoviral IflP 



18 Sequences 

Mus musculus 
Baculouiral IflP re 

5 Sequences 

Coeloraita 
Baculouiral IflP re 

3 Sequences 

Eutheria 

Baculouiral IftP re 

9 Sequences 

Murine** 

Baculoviral IflP re 

154 Sequences 

Funs i/fletazoa grou 
Baculouiral IflP re 

14 Sequences 

Euie leosiomi 
Inhibitor o-f apopt 

6 Sequences 

Homo sapiens 
Baculoviral IftP re 




UQ^con 



CARD 



RING 



Result page: Previous 1 2 Next 



includes: 





by Taxonomy 












by selected domains: 






COG0467 


RecA-superfamily ATPases implicated in signal tra... 




includes: 


pfam00154 pfam03796 COG0305 COG0468 COG2874 




cd00162 


RING-finger (Really Interesting New Gene) domain,... 




includes: 


smart00504 smart00184 COG5194 pfam00097 pfam04564 


□ II 


smart00238 


Baculoviral inhibition of apoptosis protein repea... 




includes: 


pfam00653 LOAD bir cd00022 


nr"l 


pfam00179 


Ubiquitin-conjugating enzyme. Proteins destined f... 




includes: 


cd00195 COG5078 smart00212 


n &&&&& 


cd00116 


Leucine-rich repeats (LRRs), ribonuclease inhibit... 




includes: 


COG5238 




pfam00619 


Caspase recruitment domain. Motif contained in pr... 




includes: 


smart00114 




cd00009 


AAA-superfamily of ATPases associated with a wide... 



pfam01695 cd00267 pfam00158 pfam03308 smart0035Q pfam00308 pfam01078 pfam01495 pfam03205 smartO 
CQGQ396 CQG0410 COG0411 COGQ444 COG047Q COG0523 COG0541 COG0552 COG0714 COGU01 CO 
COG 1117 COG 1118 COG 1119 COG 1 1 20 COG 1121 COG 1 1 22 COG 1 1 24 COG 1 1 25 COG 1 1 26 COG 1 1 27 CO 
COG! 134 COG1 135 COG1136 COG1 137 COG1221 COG1222 COG1223 COG1466 COG1474 COG1485 CO 
COG2842 COG2884 COG3172 COG3267 COG3283 COG3604 COG3638 COG3839 COG3840 COG3842 CO 
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□ 1: AA031297. Sequence 2 from p...[gi:28075569] 



BLink, Links 



LOCUS 

DEFINITION 

ACCESSION 

VERSION 

DBSOURCE 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHO 
TITLE 
JOURNAL 

FEATURES 

source 



AA031297 236 aa 

Sequence 2 from patent US 6331412. 
AA031297 

AA031297 .1 GI: 28075569 
accession AAQ31297 . 1 

Unknown. 
Unknown. 
Unclassified. 
1 (xe^dues-l-4©--2-3-6-)- 



linear PAT 29-JAN-2003 



Ttorneluk, R.G. and Lagace^ 

-Method's~and™cmpo"unBs for modulating male fertility 
Patent: US 6331412-A 2 18-DEC-2001; 

Location/Qualifiers 

1. .236 

/organism="unknown" 



ORIGIN 



// 



1 mtgyearlit fgtwmysvnk eqlaragfya igqedkvqcf 

61 kwypgckyll eekgheyinn ihltrslega lvqttkktps 

121 mgfdfkdvkk imeeriqtsg snyktlevlv adlvsaqkdt 

181 rrlqeeklck icmdryiaw fipcghlvtc kqcaeavdrc 



hcggglanwk pkedpweqha 
ltkrisdtif pnpmlqeair 
tenelnqtsl qreispeepl 
pmcsavidfk qrvfms 
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□ 1: AAL30369. testis-specific L.[gi: 16902898] 



BLink, Domains, Links 



LOCUS 

DEFINITION 

ACCESSION 

VERSION 

DBSOURCE 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 

JOURNAL 
REFERENCE 



AAL30369 236 aa linear PRI ll-NOV-2001 

testis-specific inhibitor of apoptosis [Homo sapiens] . 

AAL30369 

AAL30369.1 GI:16902898 

locus AF420440 accession AF420440.1 



Craniata; Vertebrata; Euteleostomi; 
Catarrhini; Hominidae; Homo. 



Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; 
Mammalia; Eutheria; Primates; 
1 (residues 1 to 236) 
Korneluk, R.G. and Lagace,M.C. 

Genomic Organization of the X-linked Inhibitor of Apoptosis and 
Identification of a Novel Testis-Specif ic Transcript 
Unpublished 



AUTHORS'*" c Korneluk, R.G. and Lagace,M.C. 



TITLE 
JOURNAL 

COMMENT 
FEATURES 

source 



Protein 



ORIGIN 



// 



Direct- -Submi-s si-on 

Submitted (18-SEP-2001) Research Institute, Children's Hospital of 
Eastern Ontario, 401 Smyth Rd., Ottawa, Ontario K1H 8L1, Canada 
Method: conceptual translation supplied by author. 
Location/Qualifiers 
1. .236 

/organism="Homo sapiens" 
/db_xref="taxon:9606" 
1. .236 

/product="testis-specific inhibitor of apoptosis" 
1. .236 

/gene="BIRC8" 

/coded_by="AF420440 . 1:1248.. 1958" 

/note-"similar to the third BIR domain and zinc finger of 
BIRC4/XIAP" 

1 mtgyearlit fgtwmysvnk eqlaragfya igqedkvqcf hcggglanwk pkedpweqha 
61 kwypgckyll eekgheyinn ihltrslega lvqttkktps ltkrisdtif pnpmlqeair 
121 mgfdfkdvkk imeeriqtsg snyktlevlv adlvsaqkdt tenelnqtsl qreispeepl 
181 rrlqeeklck icmdryiaw fipcghlvtc kqcaeavdrc pmcsavidfk qrvfms 
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□ 1: AB013819. Mus musculus mRNA...[gi:3 135206] 



Links 



LOCUS AB013819 955 bp mRNA linear ROD 25-FEB-1999 

DEFINITION Mus musculus mRNA for TIAP, complete cds. 

ACCESSION AB013819 

VERSION AB013819.1 GI : 3135206 

KEYWORDS TIAP. 

SOURCE Mus musculus (house mouse) 

ORGANISM Mus musculus 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; 
Mammalia; Eutheria; Rodentia; Sciurognathi; Muridae; Murinae; Mus. 
REFERENCE 1 (sites) 

AUTHORS Kobayashi,K. , Hatano,M., Otaki,M., Ogasawara,T. and Tokuhisa,T. 
TITLE Expression of a murine homologue of the inhibitor of apoptosis 

protein is related to cell proliferation 
JOURNAL Proc. Natl. Acad. Sci. U.S.A. 96 (4), 1457-1462 (1999) 
MEDLINE 99145571 
PUBMED 9990045 
REFERENCE 2 (bases 1 to 955) 

AUTHORS Kobayashi,K. , Otaki,M., Ogasawara,T. and Tokuhisa,T. 
TITLE Direct Submission 

JOURNAL Submitted ( ll-MAY-1998 ) Koichi Kobayashi, Chiba University Graduate 
School of Medicine, Department of Developmental Genetics; Inohana 
1-8-1, Chuo-ku, Chiba 260-8670, Japan 

(E-mail : KobayashiOdevgenOl .m. chiba-u. ac . jp, Tel : 81-43-22 6-2182 ) 
COMMENT Sequence updated (15-May-1998) . 

FEATURES Location/Qualifiers 
source 1 . . 955 

/organism="Mus musculus" 

/mol_type="mRNA" 

/db_x r e f = " t axon : 1 0 0 9 0 " 

/tissue_type= "embryo" 

/dev_stage="dayl6" 
gene 1..955 

/gene="Tiap" 
CDS 109. .531 

/gene="Tiap" 

/note="lAP repeat" 

/codon_start=l 

/product="TIAP" 

/protein_id=" BAA28266. 1 " 

/db_xref="GI: 3135207" 

/translation="MGAPALPQIWQLYLKNYRIATFKNWPFLEDCACTPERMAEAGFI 
HCPTENEPDLAQCFFCFKELEGWEPDDNPIEEHRKHSPGCAFLTVKKQMEELTVSEFL 
KLDRQRAKNKIAKETNNKQKEFEETAKTTRQSIEQLAA" 

BASE COUNT 230 a 227 c 265 g 233 t 

ORIGIN 

1 ggcacgaggg ggccggggct ctcccggcat gctctgcggc gcgcctccgc ccgcgcgatt 
61 tgaatcctgc gtttgagtcg tcttggcgga ggttgtggtg acgccatcat gggagctccg 
121 gcgctgcccc agatctggca gctgtacctc aagaactacc gcatcgccac cttcaagaac 
181 tggcccttcc tggaggactg cgcctgcacc ccagagcgaa tggcggaggc tggcttcatc 
241 cactgcccta ccgagaacga gcctgatttg gcccagtgtt ttttctgctt taaggaattg 
301 gaaggctggg aacccgatga caacccgata gaggagcata gaaagcactc ccctggctgc 
361 gccttcctca ctgtcaagaa gcagatggaa gaactaaccg tcagtgaatt cttgaaactg 
421 gacagacaga gagccaagaa caaaattgca aaggagacca acaacaagca aaaagagttt 
481 gaagagactg caaagactac ccgtcagtca attgagcagc tggctgccta atgctgagcc 
541 tttgctgaga taacttggac ctgagtgaca tgccacatct aagccacgca tcccagcttt 
601 tccagccagg gcctcctagc aggatcttag agaaggagac agtggtattt tgaaactgga 
661 tatcaaatat ttttggtttt gctttaaagt ggctacctct ctttggtttt gtggctttgc 
721 tctattgtga cgtggactta agcaataagg aagtgatgaa gggacagtgt tctctgacag 
781 gacctgtggg ggtcggggtg cctgtgcaag gtcttggttc tgattgtgat atttccatac 
841 agggctgcta atgcagccca tgggtaagtg tggttatatg tgtttgtgct gataattttg 
901 tcctgatgag ttttcctacc acggggtaac ggaataaaat cacttgaaaa agtgg 

// 
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One page. 



Links 



□ It smart00238 

BIR: Baculoviral inhibition of apoptosis protein repeat; Domain found in inhibitor of apoptosis proteins (IAPs) 
and other proteins. Acts as a direct inhibitor of caspase enzymes. [smart00238| 14931] 



Links 



□ 2: pfamOQ653 

BIR: Inhibitor of Apoptosis domain. BIR stands for 'Baculovirus Inhibitor of apoptosis protein Repeat' Also 
known as IAP repeat. [pfam00653|121 1] 



□ 3: cd00022 L,nks 
BIR: Baculoviral inhibition of apoptosis protein repeat domain; Found in inhibitors of apoptosis proteins (IAPs) 
and other proteins. In higher eukaryotes, BIR domains inhibit apoptosis by acting as direct inhibitors of the 
caspase family of protease enzymes. In yeast, BIR domains are involved in regulating cytokinesis. This novel 
fold is stabilized by zinc tetrahedrally coordinated by one histidine and three cysteine residues and resembles a 
classical zinc finger. [cd00022| 17763] 



□ 4: LOAD bir 

BIR: Zn binding domain involved in protein protein interactions in caspase inhibition and spindle assembly. 
[LOAD_bir|3661] 
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Details 



Items 1-20 of 772 



1: AAL3Q369 

testis-sg ecificinhibitor of apoptosis [Homo sapiens] 
gi| 1 6902898|gb| AAL30369. 1 1 AF420440_1 [1 6902898] 



□ 2: NP 203127 

baculoviral IAP repeat-containing 8; IAP-like protein 2 [Homo sapiens] 
gi| 1 6974 1 28|reflNP_203 1 21 2\ [ 1 6974 1 28] 



PageJ pT 



of 39 Next 



BLink, Domains, Links 



BLink, Domains, Links 



O 3* Q96P09 BLink, Domains, Links 

Baculoviral IAP repeat-containing protein 8 (Inhibitor of apoptosis-like protein 2) (IAP-like protein 2) (ILP-2) 
(Testis-specific inhibitor of apoptosis) 
gi|2 1 759009|sp|Q96P09|BIR8_HUMAN[2 1 759009] 



□ 4: AAE55420 

Sequence 4 from patent US 6159709 

gi| 14 1 05805|gb| AAE55420. 1 ||pat|US|6 1 59709|4[1 41 05805] 

□ S: A AE57231 

Sequence 4 from patent US 6171821 
gi|14110691|gb|AAE57231.1||pat|US|6171821|4[141 10691] 




[46: AAQ31297 

\ Sequence 2 from patent US 633 1 4 1 2 

^gi|28075569|gb| AA03 1 297. 1 ||pat|US|633 1 4 1 2|2[28075569] 



BLink, Links 



BLink. Links 



BLink, Links 



1 7: CAP26707 

unnamed protein product [Homo sapiens] 
gi| 1 9 1 68942|emb|CAD26707. 1 1 [ 1 9 1 68942] 



BLink, Links 



□ 8: CAC37714 BUnk ' Links 

unnamed protein product [Homo sapiens] 
gi| 1 3 92 1 1 66|emb|CAC377 14. 1 1 [ 1 392 1 1 66] 

|"j 9. AAK81892 BUnk. Domains, Links 

IAP-like protein 2 [Homo sapiens] 
gi| 1 5042064|gb| AAK8 1 892. 1 1 AF 1 64682J [ 1 5042064] 

(*j iQ. AAK49776 BLink ' Domains - Links 

IAP-like protein 2 [Pan troglodytes] 
gi|14522827|gb|AAK49776.1|[14522827] 

Oil' 095 M72 BUnk, Domains, Links 

Baculoviral IAP repeat-containing protein 8 (Inhibitor of apoptosis-like protein 2) (IAP-like protein 2) (ILP-2) 
gi|21759007|sp|Q95M72|BIR8_PANTR[21759007] 



□ 12: CAC37715 

unnamed protein product [Pan troglodytes] 



BLink, Links 



